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<210> SEQ ID NO 1 

<211> LENGTH: 40 

<212> TYPE: PRT 

<213> ORGANISM: Homo sapiens 

<400> SEQUENCE: 1 

Arg lie Tyr Lys Gly Val lie 

1 5 
His Pro Phe Arg Ala Tyr Leu 
20 

Leu Val Gin Lys Tyr Ser Asn 
35 



Gin Ala lie Gin Lys Ser Asp Glu Gly 

10 15 
Glu Ser Glu Val Ala He Ser Glu Glu 
25 30 

Ser 
40 



<210> SEQ ID NO 2 

<211> LENGTH: 25 

<212> TYPE: PRT 

<213> ORGANISM: Homo sapiens 

<400> SEQUENCE: 2 

He Gin Lys Ser Asp Glu Gly 

1 5 
Glu Val Ala He Ser Glu Glu 
20 



His Pro Phe Arg Ala Tyr Leu Glu Ser 
10 " 15 

Leu Val 
25 



<210> SEQ ID NO 3 

<211> LENGTH: 25 

<212> TYPE: PRT 

<213> ORGANISM: Homo sapiens 

<4 00> SEQUENCE: 3 

Arg Ala Tyr Leu Glu Ser Glu Val Ala He Ser Glu Glu Leu Val Gin 

15 10 15 

Lys Tyr Ser Asn Ser Ala Leu Gly His 
20 25 



<210> SEQ ID NO 4 

<211> LENGTH: 25 

<212> TYPE: PRT 

<213> ORGANISM: Homo sapiens 

<400> SEQUENCE: 4 

Ser Glu Glu Leu Val Gin Lys Tyr Ser Asn Ser Ala Leu Gly His Val 

15 10 15 

Asn Cys Thr He Lys Glu Leu Arg Arg 
20 25 



<210> SEQ ID NO 5 

<211> LENGTH: 25 

<212> TYPE: PRT 

<213> ORGANISM: Homo sapiens 



<4 00> SEQUENCE: 5 

Ala Leu Gly His Val Asn Cys 

1 " 5 

Leu Val Asp Asp Leu Val Asp 
20 

<210> SEQ ID NO 6 

<211> LENGTH: 40 

<212> TYPE: PRT 

<213> ORGANISM: Homo sapiens 

<4 00> SEQUENCE: 6 

Arg lie Tyr Lys Gly Val lie 

1 5 
His Pro Phe Arg Ala Tyr Leu 
20 

Leu Val Gin Lys Tyr Ser Asn 
35 

<210> SEQ ID NO 7 

<211> LENGTH: 66 

<212> TYPE: PRT 

<213> ORGANISM: Homo sapiens 

<400> SEQUENCE: 7 



Phe 


Arg 


He 


Tyr 


Lys 


Gly Val 


1 








5 




Gly 


His 


Pro 


Phe 


Arg 


Ala Tyr 








20 






Glu 


Leu 


Val 


Gin 


Lys 


Tyr Ser 






35 








Thr 


He 


Lys 


Glu 


Leu 


Arg Arg 




50 








55 


Ser 


Leu 










65 












SEQ 


ID NO 8 









<211> LENGTH: 473 

<212> TYPE: PRT 

<213> ORGANISM: Homo sapiens 

<400> SEQUENCE: 8 



Met 


Lys 


Arg 


Ala 


Ser 


Ala Gly 


1 








5 




Trp 


Leu 


Gin 


Ala 


Trp 


Gin Val 








20 






Cys 


Tyr 


Asn 


Glu 


Pro 


Lys Val 






35 








Gin 


Ala 


Val 


Pro 


Val 


Gly He 




50 








55 


His 


Gly 


Asn 


Arg 


He 


Ser His 


65 










70 


Arg 


Asn 


Leu 


Thr 


He 


Leu Trp 










85 




Asp 


Ala 


Ala 


Ala 


Phe 


Thr Gly 








100 






Ser 


Asp 


Asn 


Ala 


Gin 


Leu Arg 






115 








Leu 


Gly 


Arg 


Leu 


His 


Thr Leu 




130 








135 


Leu 


Gly 


Pro 


Gly 


Leu 


Phe Arg 


145 










150 


Leu 


Gin 


Asp 


Asn 


Ala 


Leu Gin 



165 



Thr 


He 


Lys Glu 


Leu Arg 


Arg 


Leu Phe 






10 






15 


Ser 


Leu 












25 










Gin 


Ala 


He Gin 


Lys Ser 


Asp Glu Gly 






10 






15 


Glu 


Ser 


Glu Val 


Ala He 


Ser 


Glu Glu 




25 






30 




Ser 












4 0 












He 


Gin 


Ala He 


Gin Lys 


Ser 


Asp Glu 






10 






15 


Leu 


Glu 


Ser Glu 


Val Ala 


He 


Ser Glu 




25 






30 




Asn 


Ser Ala Leu Gly His 


Val 


Asn Cys 


40 






45 






Leu 


Phe 


Leu Val 


Asp Asp 


Leu 


Val Asp 








60 






Gly 


Ser Arg Leu Leu Ala 


Trp 


Val Leu 






10 






15 


Ala 


Ala 


Pro Cys 


Pro Gly 


Ala 


Cys Val 




25 






30 




Thr 


Thr 


Ser Cys 


Pro Gin 


Gin Gly Leu 


40 






45 






Pro 


Ala 


Ala Ser 


Gin Arg 


He 


Phe Leu 








60 






Val 


Pro 


Ala Ala 


Ser Phe 


Arg Ala Cys 






75 






80 


Leu 


His 


Ser Asn 


Val Leu 


Ala 


Arg He 






90 






95 


Leu 


Ala 


Leu Leu 


Glu Gin 


Leu 


Asp Leu 




105 






110 




Ser 


Val 


Asp Pro 


Ala Thr 


Phe His Gly 


120 






125 






His 


Leu Asp Arg 


Cys Gly 


Leu 


Gin Glu 








140 






Gly 


Leu 


Ala Ala 


Leu Gin 


Tyr 


Leu Tyr 






155 






160 


Ala 


Leu 


Pro Asp Asp Thr 


Phe Arg Asp 






170 






175 



Leu 


Gly 


Asn 


Leu 


Tnr 


TT J _ 

HIS 


Leu 








180 








Val 


Pro 


Glu 


Arg 


Ala 


Phe 


Arg 






195 










Leu 


His 


Gin 


Asn 


Arg 


val 


Ala 




210 










215 


Leu 


Gly 


Arg 


Leu 


Men 


inr 


Leu 


225 










230 




Leu 


Pro 


Thr 


Glu 


Ala 


Leu 


Ala 










245 






Leu 


Asn 


Asp 


Asn 


Pro 


Trp 


TT- "1 

vai 








260 








Ala 


Trp 


Leu 


Gin 


T -. rn 

Lys 


Pne 


Arg 






275 










Leu 


Pro 


Gin 


Arg 


Leu 


Ala 


Gly 




290 










295 


Asp 


Leu 


Gin 


Gly 


Cys 


Ala 


Val 


305 










310 




Tnr 


Gly 


Arg 


Ala 


Thr 


Asp 


bill 










325 






Gin 


Pro 


Asp 


Ala 


Ala 


Asp 


Lys 








340 








Ala 


Ser 


Ala 


Gly 


Asn 


Ala 


Leu 






355 










Pro 


Pro 


Gly 


Asn 


Gly 


Ser 


Gly 




370 










375 


Gly 


Thr 


Leu 


Pro 


Gly 


Ser 


TV "1 _ 

Ala 


385 










390 




Glu 


Gly 


Ser 


Glu 


Pro 


Pro 


Gly 










405 






Pro 


Gly 


Cys 


Ser 


Arg 


Lys 


Asn 








420 








Gin 


Ala 


Gly 


Ser 


Gly 


Gly 


Gly 






435 










Ala 


Leu 


Pro 


Ser 


Leu 


Thr 


Cys 




450 










455 


Val 


Leu 


Trp 


Thr 


Val 


Leu 


Gly 


465 










470 





<210> SEQ ID NO 9 

<211> LENGTH: 473 

<212> TYPE: PRT 

<213> ORGANISM: Mus musculus 

<400> SEQUENCE: 9 



Met 


Lys 


Arg 


Ala 


Ser 


Ser 


Gly 


1 








5 






Trp 


Leu 


Gin 


Ala 
20 


Trp 


Arg 


Val 


Cys 


Tyr 


Asn 
35 


Glu 


Pro 


Lys 


Val 


Gin 


Ala 
50 


Val 


Pro 


Thr 


Gly 


He 
55 


His 


Gly 


Asn 


Arg 


He 


Ser 


His 


65 










70 




Arg 


Asn 


Leu 


Thr 


He 
85 


Leu 


Trp 


Asp 


Ala 


Ala 


Ala 
100 


Phe 


Thr 


Gly 


Ser 


Asp 


Asn 
115 


Ala 


Gin 


Leu 


His 


Leu 


Gly 


His 


Leu 


His 


Thr 


Leu 



Phe 


Leu 


TT -5 0 


oiy 


Asn 


Arg 


11c 


O a "V Got* 
OCX OCX7 




185 










i on 
i y u 




Cjiy 


Leu 


HIS 


C e» v 


IlCU 




A TCI 


LICU XJCU. 


1 a r\ 

2 00 










Z U D 






rll S 


Va 1 
V dl 


nis 




His 


Ala 


Phe 












9 9 n 
z z u 








Tyr 


Leu 


DV-io 


Ala 
nia 


Ann 

noil 


noil 


Leu 


Ser Ala 






Z j o 








240 




Leu 


A y-ri 
r\±. y 


Ala 


Leu 


Gin 


xy x 


Leu Arg 
















zoo 


Cys 


Asp 




Axrg 


Ala 

nia 




Drn 


Leu Trp 




ZOO 










Z / U 




vjjiy 


OC1 


oci 


Cot* 
OCX. 


VJl LL 


Val 

val 




v-y o oci 


O O A 

ZoU 










zoo 






Arg 


Asp 


Leu 


Lys 


Arg 


T .oi 1 
JjcU 




7\1 a A c n 
rila noil 










jUU 








ai a 




vj j. y 


D-rn 
lr i. KJ 


Tvr* 


His 




lie Trp 








Jl3 








ion 
j z u 


nil, 


Pro 


Leu 


vjiy 


LiCu 


rl Lv 


Lys 


Owe 

^.y o *—y o 






J 










1 ^ 

J J J 


Al ci 


Ser 


vol 


Leu 


VJl LI 


Pro 


vjxy 


n.x y xt i \J 




"5 A C 

J 










7CA 




jjyo 


Vjiy 


A yd 

Arg 


vol 




Dm 

XT X. *J 


vj-L y 


a o-pj Coy* 












jDj 






Pro 


Arg 




Tl o 

1 1C 


7\ an 


rib LJ 


OCX 


c l.\J iriic 


















Vjl u 


fx O 




XJC LL 


XXIX. 


f\A. Ci 


Va 1 

Veil. 


r\x. y riu 








j y d 








4UU 


DVto 
irlie 


Pro 


1 111 


Ser 


oiy 


Pro 


Arg 


Axvy /\iy 
















413 


Arg 


Thr 


Arg 


Ser 


His 


Cys 


Arg 


Leu Gly 




425 










430 




Gly 


Thr 


Gly 


Asp 


Ser 


Glu 


Gly 


Ser Gly 


440 










445 






Ser 


Leu 


Thr 


Pro 


Leu 


Gly 


Leu 


Ala Leu 










460 








Pro 


Cys 














oiy 


Q ay 


Arg 


Leu 


Leu 


A 1 <a 

Aia 


Trp 


Val JjcU 






1U 










Id 


Ala 


TV-it* 


Pro 


Cys 


Pro 


vjiy 


A±a 


LyS Val 




Z D 














xnr 


inr 


Ser 


Cys 


Pro 


lain 


uxn 


Gly Leu 


4 u 
















Pro 


Aia 


Ser 


Ser 


ciin 


Arg 


lie 


Phe Leu 










60 








Val 


Pro 


Aia 


Aia 


Ser 


pne 


bin 


ber cys 








75 








a a 
80 


Leu 


His 


Ser 


Asn 


Ala 


Leu 


Ala 


Arg lie 






90 










95 


Leu 


Thr 


Leu 


Leu 


Glu 


Gin 


Leu 


Asp Leu 




105 










110 




Val 


Val 


Asp 


Pro 


Thr 


Thr 


Phe 


His Gly 


120 










125 






His 


Leu 


Asp 


Arg 


Cys 


Gly 


Leu 


Arg Glu 





130 






Leu 


Gly 


Pro 


Gly 


145 








Leu 


Gin 


Asp 


Asn 


Leu 


Gly 


Asn 


Leu 








180 


Val 


Pro 


Glu 


His 






195 




Leu 


His 


Gin 


Asn 




210 






Leu 


Gly 


Arg 


Leu 


225 








Leu 


Pro 


Ala 


Glu 


Leu 


Asn 


Asp 


Asn 








260 


Ala 


TrD 


Leu 


Gin 






275 




Leu 


Pro 


Gin 


Arg 




290 






Asp 


Leu 


Glu 


Gly 


305 








Thr 


Ser 


Gin 


Leu 


Gin 


Pro 


Asp 


Ala 








340 


Ala 


Ser 


Ala 


Gly 






355 




Pro 


Pro 


Gly 


Asn 




370 






Gly 


Thr 


Leu 


Pro 


385 








Gly 


Gly 


Ser 


Glu 


Pro 


Gly 


Cys 


Ser 








420 


Gin 


Ala 


Gly 


Ser 






435 




Ala 


Leu 


Pro 


Ala 




450 






Val 


Leu 


Trp 


Thr 



465 







135 




Leu 


Phe 


Arg 


Gly 




150 






Asn 


Leu 


Gin 


Ala 


165 








Thr 


His 


Leu 


Phe 


Ala 


Phe 


Arg 


Gly 








200 


His 


Val 


Ala 


Arg 






215 




Met 


Thr 


Leu 


Tyr 




230 






Val 


Leu 


Met 


Pro 


245 








Pro 


Trp 


Val 


Cys 


Lys 


Phe 


Arg 


Gly 








280 


Leu 


Ala 


Asp 


Arg 






295 




Cys Ala 


Val 


Ala 




310 






Thr Asp 


Glu 


Glu 


325 








Ala Asp 


Lys 


Ala 


Asn 


Ala 


Leu 


Lys 








360 


Gly Ser 


Gly 


Pro 






375 




Ser 


Ser 


Ala 


Glu 




390 






Pro 


Pro 


Gly 


Leu 


405 








Arg 


Lys 


Asn 


Arg 


Gly Ala 


Ser 


Gly 








440 


Leu 


Ala 


Cys 


Ser 






455 




Val 


Leu 


Gly 


Pro 




470 







140 

Leu Ala Ala Leu 
155 

Leu Pro Asp Asn 
170 

Leu His Gly Asn 
185 

Leu His Ser Leu 

Val His Pro His 
220 

Leu Phe Ala Asn 
235 

Leu Arg Ser Leu 
250 

Asp Cys Arg Ala 
265 

Ser Ser Ser Glu 

Asp Leu Lys Arg 
300 

Ser Gly Pro Phe 
315 

Leu Leu Ser Leu 
330 

Ser Val Leu Glu 
345 

Gly Arg Val Pro 

Arg His lie Asn 
380 

Pro Pro Leu Thr 
395 

Pro Thr Thr Gly 
410 

Thr Arg Ser His 
425 

Thr Gly Asp Ala 

Leu Ala Pro Leu 
460 

Cys 



Cjin 


Tyr 


Leu 


Tyr 








160 


Thr 


Phe 


Arg 


Asp 






1 7C 

1 / D 




Arg 


Tift 

lie 


Pro 


Ser 




± y v 






Asp 


Arg 


Leu 


Leu 


one 








Aia 


pne 


Arg 


Asp 


Asn 


Leu 


Ser 


Met. 








240 


Gin 


Tyr 


Leu 


Arg 






Z J J 




Arg 


Pro 


Leu 


Trp 




£, 1 U 






vai 


Pro 


Cys 


Asn 


0 ft R 
zoo 








Leu 


Aia 


ill a 

Aia 


Ser 


Arg 


Pro 


Tl - 

lie 


Cjin 








320 


Pro 


Lys 


Cys 


Cys 






j j J 




Pro 


Gly 


Arg 


Pro 




jjU 






Pro 


Gly 


Asp 


Tnr 


ICR 








Asp 


Ser 


Pro 


Phe 


TV "I _ 

Ala 


Leu 


Arg 


Pro 








Ann 


Pro 


Arg 


Arg 


Arg 






415 




Cys 


Arg 


Leu 


Gly 




430 






Glu 


Gly 


Ser 


Gly 


445 








Gly 


Leu 


Ala 


Leu 



<210> SEQ ID NO 10 

<211> LENGTH: 344 

<212> TYPE: PRT 

<213> ORGANISM: Homo sapiens 

<4 00> SEQUENCE: 10 



Met 


Lys 


Arg Ala 


Ser 


Ala 


Gly 


Gly 


Ser 


Arg 


Leu 


Leu 


Ala 


Trp 


Val 


Leu 


1 








5 










10 










15 




Trp 


Leu 


Gin 


Ala 


Trp 


Gin 


Val 


Ala 


Ala 


Pro 


Cys 


Pro 


Gly 


Ala 


Cys 


Val 








20 










25 










30 






Cys 


Tyr 


Asn 


Glu 


Pro 


Lys 


Val 


Thr 


Thr 


Ser 


Cys 


Pro 


Gin 


Gin 


Gly 


Leu 






35 










40 










45 








Gin 


Ala 


Val 


Pro 


Val 


Gly 


He 


Pro 


Ala 


Ala 


Ser 


Gin 


Arg 


He 


Phe 


Leu 




50 










55 










60 










His 


Gly 


Asn 


Arg 


He 


Ser 


His 


Val 


Pro 


Ala 


Ala 


Ser 


Phe 


Arg 


Ala 


Cys 


65 










70 










75 










80 


Arg 


Asn 


Leu 


Thr 


He 


Leu 


Trp 


Leu 


His 


Ser 


Asn 


Val 


Leu 


Ala 


Arg 


He 



85 90 95 



Asp 


Ala 


Ala 


Ala 


Pne 


Thr 


Gly Leu 


Aia 


Leu Leu 


LrlU 


bin 


T an 7\ a t> T mi 

Lieu Asp iieu 






100 








105 








110 


Ser 


Asp 


Asn 


Ala 


Gin 


Leu 


Arg Ser 


Val 


Asp Pro 


Ala 


Tnr 


T)U a TJ -! — r* "I ... 

pne riis vjiy 






115 








120 








125 




Leu 


Gly 


Arg 


Leu 


His 


Thr 


Leu His 


Leu 


Asp Arg 


Cys 


Gly 


i>eu Lin liu 




130 










135 






140 






Leu 


Gly 


Pro 


Gly 


Leu 


Pne 


Arg Gly 


Leu 


Ala Ala 


Leu 


Gin 


iyr Leu iyr 


145 










150 






155 






lb u 


Leu 


Gin 


Asp 


Asn 


Ala 


Leu 


Gin Ala 


Leu 


Pro Asp 


Asp 


Thr 


pne Arg Asp 










165 








170 






175 


Leu 


Gly 


Asn 


Leu 


Thr 


His 


Leu Phe 


Leu 


His Gly Asn Arg 


lie ber oer 








180 








185 








190 


Val 


Pro 


Glu 


Arg 


Ala 


Phe 


Arg Gly 


Leu 


His Ser 


Leu 


Asp 


Arg iieu iieu 






195 








200 








205 




Leu 


His 


Gin 


Asn 


Arg 


vai 


Ala HIS 


vai 


His Pro 


His 


Ala 


Fne Arg Asp 




210 










215 






220 






T «i i 

Leu 


Gly 


Arg 


Leu 


Met 


Tnr 


Leu Tyr 


T /Ml 

Leu 


Phe Ala 


Asn 


Asn 


iieu oer Aia 


225 










230 






235 






240 


Leu 


Pro 


Thr 


Glu 


TV T _ 

Ala 


Leu 


Ala Pro 


Leu 


Arg Ala 


Leu 


Gin 


Tyr Leu Arg 










245 








250 






255 


lieu 


Asn 


Asp 


Asn 


Pro 


Trp 


vai Lys 


Asp 


Cys Arg 


Ala 


Arg 


Pro Leu Trp 








260 








265 








270 


Aia 


Trp 


Leu 


vjin 


Lys 


riie 


Arg oiy 


Ser 


Ser Ser 


Glu 


Val 


Fro Lys oci 






275 








280 








285 




Leu 


Pro 


Pin 


Arg 


Leu 


A 1 - 
/\X dL 


o±y /\ry 


Asp 


Leu Lys 


Arg 


Leu 


>\±a Ma ASI1 




290 










2 95 






300 






Asp 


Leu 


Gin 


Gly 


Cys 


Ala 


Val Ala 


Thr 


Gly Pro Tyr His 


Pro lie Trp 


305 










310 






315 






320 


Thr 


Gly 


Arg 


Ala 


Thr 


Asp 


Glu Glu 


Pro 


Leu Gly Leu Pro 


Lys Cys Cys 










325 








330 






335 


Gin 


Pro 


Asp 


Ala 


Ala 


Asp 


Lys Ala 













340 

<210> SEQ ID NO 11 

<211> LENGTH: 310 

<212> TYPE: PRT 

<213> ORGANISM: Homo sapiens 

<4 00> SEQUENCE: 11 



Met 


Lys 


Arg 


Ala 


Ser 


Ala 


Gly Gly 


Ser 


Arg 


Leu Leu Ala 


Trp Val Leu 


1 








5 








10 




15 


Trp 


Leu 


Gin 


Ala 


Trp 


Gin 


Val Ala 


Ala 


Pro 


Cys Pro Gly 


Ala Cys Val 








20 








25 






30 


Cys 


Tyr 


Asn 


Glu 


Pro 


Lys 


Val Thr 


Thr 


Ser 


Cys Pro Gin 


Gin Gly Leu 






35 








40 






45 




Gin 


Ala 


Val 


Pro 


Val 


Gly 


He Pro 


Ala 


Ala 


Ser Gin Arg 


He Phe Leu 




50 










55 






60 




His 


Gly 


Asn 


Arg 


He 


Ser 


His Val 


Pro 


Ala 


Ala Ser Phe 


Arg Ala Cys 


65 










70 








75 


80 


Arg 


Asn 


Leu 


Thr 


He 


Leu 


Trp Leu 


His 


Ser 


Asn Val Leu 


Ala Arg He 










85 








90 




95 


Asp 


Ala 


Ala 


Ala 


Phe 


Thr 


Gly Leu 


Ala 


Leu 


Leu Glu Gin 


Leu Asp Leu 








100 








105 






110 


Ser 


Asp 


Asn 


Ala 


Gin 


Leu 


Arg Ser 


Val 


Asp 


Pro Ala Thr 


Phe His Gly 






115 








120 






125 


Leu 


Gly 


Arg 


Leu 


His 


Thr 


Leu His 


Leu 


Asp Arg Cys Gly 


Leu Gin Glu 




130 










135 






140 




Leu 


Gly 


Pro 


Gly 


Leu 


Phe 


Arg Gly 


Leu 


Ala 


Ala Leu Gin 


Tyr Leu Tyr 


145 










150 








155 


160 


Leu 


Gin 


Asp 


Asn 


Ala 


Leu 


Gin Ala 


Leu 


Pro Asp Asp Thr 


Phe Arg Asp 










165 








170 




175 


Leu 


Gly 


Asn 


Leu 


Thr 


His 


Leu Phe 


Leu 


His Gly Asn Arg 


He Ser Ser 



